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%�� ,QGLYLGXDO� ,GHQWL¿FDWLRQ� IRU� %RQHV�0RUH�7KDQ� ���<HDUV� 2OG� 8VLQJ�$XWRVRPDO�
SNPs on an Affymetrix® Chip

Sohee Cho, 28 Yongon-Dong, Chongno-Gu, Seoul 110-799, SOUTH KOREA; Soong Deok Lee, PhD*, 28 Yongon-dong, Chongno-gu, 
Seoul, 110-799, SOUTH KOREA; and Jihyun Lee, 28 Yongon-Dong, Chongno-Gu, Seoul, SOUTH KOREA

After attending this presentation, attendees will understand the usability of Single Nucleotide Polymorphisms (SNPs) for individual 

LGHQWL¿FDWLRQ�LQ�FDVHV�ZLWK�DJHG�ERQH�VDPSOHV�DV�ZHOO�DV�WKH�EDVLF�SULQFLSOHV�LQYROYHG�LQ�WKH�XVH�RI�UHVHTXHQFLQJ�DUUD\V�WKURXJK�SUDFWLFDO�
DQDO\VLV�RI�FDVH�ZRUN�XVLQJ�DQ�$II\PHWUL[® chip.

7KLV�SUHVHQWDWLRQ�ZLOO� LPSDFW�WKH�IRUHQVLF�VFLHQFH�FRPPXQLW\�LQ�FDVHV�VXFK�DV�PDVV�GLVDVWHUV�E\�LQWURGXFLQJ�D�SURPLVLQJ�'1$�
W\SLQJ�WRRO���6KRUW�7DQGHP�5HSHDW��675��W\SLQJ�LV�W\SLFDOO\�SHUIRUPHG�WR�HVWLPDWH�JHQHWLF�UHODWLRQVKLSV��VXFK�DV�SDWHUQLW\�WHVWV��KRZHYHU��
WKH�OLPLWHG�QXPEHU�RI�675�PDUNHUV��HYHQ�WKRXJK�H[SDQGHG�PRUH�WKDQ�SUHYLRXVO\�EHIRUH��LV�QRW�VXI¿FLHQW�HQRXJK�LQ�VRPH�FDVHV���)RU�
example, it is hard to get full STR alleles in degraded samples such as bone or enough differentiation in very closed genetic relationships 

OLNH� WKRVH� LQ�DQ� LVRODWHG�SRSXODWLRQ�ZKHUH� WKH�675�PDUNHUV�DUH�RQO\�QRZ�EHLQJ�DQDO\]HG�� � ,Q� WKHVH�FDVHV�� D� VXSSOHPHQWDU\� WRRO� LV�
QHFHVVDU\�WR�LQFUHDVH�WKH�SRZHU�RI�PDWFKLQJ�SUREDELOLW\�ZLWK�DGGLWLRQDO�PDUNHUV���613�DQDO\VLV�LV�SURPLVLQJ�LQ�WKLV�UHVSHFW�DV�LW�FDQ�EH�
GHVLJQHG�WR�EH�VKRUW�IRU�HDV\�DPSOL¿FDWLRQ��HYHQ�LQ�GHJUDGHG�VDPSOHV��DQG�FDQ�HDVLO\�EH�PXOWLSOH[HG�

$�UHVHTXHQFLQJ�DUUD\�FRQWDLQLQJ�����DXWRVRPDO�613�PDUNHUV��ZKLFK�DUH�GLVWULEXWHG�WKURXJKRXW�WKH�DXWRVRPH�H[FHSW�IRU�FKURPRVRPH�
����ZDV�XVHG�LQ�WKLV�VWXG\�RQ�DQ�$II\PHWUL[��SODWIRUP���7KH�'1$�FKLS�DQDO\VLV�ZDV�DSSOLHG�WR����LGHQWL¿FDWLRQ�FDVHV�LQYROYLQJ�ERQHV�
that had been buried when the Jeju 4.3 incident occurred in South Korea from 1948 to 1954.  Each case was comprised of recovered 

ERQH�IURP�D�SXWDWLYH�IDWKHU�DQG�EORRG�IURP�DQ�LQGLYLGXDO�EHOLHYHG�WR�EH�WKHLU�FKLOG�RU�VLEOLQJ���)RU�HDFK�DQDO\VLV��WKH�����613�PDUNHUV�
ZHUH�DSSOLHG�WR�PXOWLSOH[�3RO\PHUDVH�&KDLQ�5HDFWLRQ�LQ�D�WXEH��WKHQ�K\EULGL]HG�WR�SUREHV�RQ�D�FKLS���7KH�VWDWLVWLFDO�SDUDPHWHUV��VXFK�DV�
FXPXODWLYH�PDWFKLQJ�SUREDELOLW\�RU�FXPXODWLYH�LGHQWLW\�LQGH[��ZHUH�UHSUHVHQWHG�RQ�DQ�,GHQWLW\�E\�'HVFHQW��,%'��EDVLV�

:KHQ�FRPSDULQJ�PDUNHUV�DPRQJ�WKH�W\SHG�613V��WKH�UHVXOWLQJ�GDWD�VKRZHG�DSSUR[LPDWHO\����WR�����613V�ZHUH�VKDUHG�LQ�SDLUV���
7KH�JHQHWLF�UHODWLRQVKLS�ZDV�FRQ¿UPHG�LQ�DOO�RI�WKH�LGHQWL¿FDWLRQ�FDVH�SDLUV�ZLWK�RYHU��������RI�FXPXODWLYH�PDWFKLQJ�SUREDELOLW\���,Q�
addition, no instances of discordance of STR alleles in a pair were found.

This study demonstrated a successful evaluation of genetic relationships was possible on challenging bone samples using autosomal 

613�PDUNHU�'1$�FKLS�UHVHTXHQFLQJ�UHVXOWV���*LYHQ�WKH�RXWFRPH�RI�WKLV�VWXG\��LW�LV�H[SHFWHG�WKDW�WKLV�WHVW�FRXOG�EH�DSSOLFDEOH�WR�IRUHQVLF�
samples as a complementary tool.
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