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E29 Conservation Genetics of Bioko Monkeys

Cynthia R. Zmich, BS*, 40-44 196th Street, Flushing, NY 11358; Heather E. Mazzanti, MSFS, 450 S Easton Road, Glenside, PA 19038; 
Susan M. Gurney, PhD, Drexel University, Dept of Biology, 3245 Chestnut Street, PISB, Philadelphia, PA 19104; and Naomi Phillips, 
PhD, Arcadia University, 450 S Easton Road, Glenside, PA 19038

After attending this presentation, attendees will understand how genotypic information from three endangered primate species can 

be used to further develop forensic wildlife molecular methods.

This presentation will impact the forensic science community by demonstrating how the use of genetic information can be used to 

DVVHVV�WKH�JHQHWLF�KHDOWK�RI�WKUHH�HQGDQJHUHG�SULPDWH�VSHFLHV���0RUH�LPSRUWDQWO\��LW�ZLOO�LOOXVWUDWH�KRZ�WKLV�LQIRUPDWLRQ�FDQ�EH�XVHG�E\�
forensic biologists to develop testing methods that can be used to deter crimes against wildlife.

:LOGOLIH�IRUHQVLFV�GHDOV�ZLWK�WKH�OHJDO�DQG�HQYLURQPHQWDO�DVSHFWV�RI�FULPHV�DJDLQVW�DQLPDOV���1HZHU�UHVHDUFK�LQ�WKLV�¿HOG�LV�H[SORULQJ�
the use of molecular approaches to forensic testing which can be used to deter crimes against wildlife.  The focus of this research is three 

endangered primate species, Procolobus pennantii pennantii (red colobus), Colobus satanas satanas��EODFN�FROREXV���DQG�Mandrillus 
leucophaeous poensis��$IULFDQ�GULOO���IURP�%LNR�,VODQG���%LNR�,VODQG�LV�KRPH�WR�D�PXOWLWXGH�RI�XQLTXH�VSHFLHV�DQG�LV�RQH�RI�WKH�ZRUOG¶V�
WRS�ELRGLYHUVLW\�KRW�VSRWV���0DQ\�RI�WKH�SULPDWH�VSHFLHV�RQ�WKH�LVODQG�DUH�HQGDQJHUHG�GXH�WR�D�WKULYLQJ�EXVKPHDW�PDUNHW�DQG�KDELWDW�
GHJUDGDWLRQ���'HVSLWH�OHJLVODWLYH�HIIRUWV�DQG�KXQWLQJ�EDQV�PDNLQJ�LW�LOOHJDO�WR�NLOO�WKHVH�HQGDQJHUHG�VSHFLHV��WKH�SHRSOH�RQ�WKH�LVODQG�
FRQWLQXH� WR�GR�VR�ZLWK� OLWWOH� WR�QR�FRQVHTXHQFH�� �:KLOH� LW� LV�GLI¿FXOW� WR�¿QH�RU�SURVHFXWH� LQGLYLGXDOV�ZKR�KXQW� WKHVH�FUHDWXUHV�� WKH�
availability of genetic testing which can be implemented for forensic testing purposes, may deter hunters from preying on these protected 

species. 

The goal of this research is to genotype the three endangered primate species mentioned above in an effort to determine genetic 

health of the populations for conservation efforts while evaluating loci for phylogeographic utility.  No previous studies regarding the 

ORVV�RI�KHWHUR]\JRVLW\�RI�WKHVH�SULPDWHV�KDYH�EHHQ�SXEOLVKHG���7KHUHIRUH��WKLV�UHVHDUFK�LV�GHVSHUDWHO\�QHHGHG���7KUHH�FODVVHV�RI�ORFL�²�
WUDGLWLRQDO��ELRLQIRUPDWLF�DQG�,QWHUQDWLRQDO�+DSORW\SH�0DS�3URMHFW��+DS0DS��SDLUV�²�WRWDOLQJ����ORFL�DFURVV�WKH�ZKROH�JHQRPH��KDYH�
EHHQ�LGHQWL¿HG�DV�SRWHQWLDOO\�YDOXDEOH�IRU�JHQHWLF�WHVWLQJ�ZLWKLQ�WKHVH�SRSXODWLRQV���7KLV�UHVHDUFK�IRFXVHG�RQ�WKRVH�ORFL�ORFDWHG�EHWZHHQ�
chromosomes 1 and 2, of which there are 19 in total.  Of the three species of interest, 49 individuals were genotyped using the three 

SULPHU�PHWKRGV�LQGLFDWHG�DERYH���/RFL�ZHUH�VFRUHG�DV�KRPR]\JRXV�RU�KHWHUR]\JRXV���&XUUHQWO\��IRXU�ORFL�ZLWK�KHWHUR]\JRVLW\�UDQJLQJ�
IURP����WR�����KDYH�EHHQ�LGHQWL¿HG�IRU�XVH�LQ�GHWHUPLQLQJ�WKH�JHQHWLF�KHDOWK�RI�WKHVH�SRSXODWLRQV���$GGLWLRQDOO\��WZR�RI�WKHVH�ORFL�DUH�
SURPLVLQJ�FDQGLGDWH�PDUNHUV�IRU�LPSOHPHQWDWLRQ�LQ�IRUHQVLF�FRQVHUYDWLRQ�HIIRUWV�
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